
Supplementary Table 1. Comparison between CPSS and other tools.

CPSS mirTools miRDeep MiRExpress SeqBuster miRanalyzer UEA deepBase mESadb DARIO wapRNA miRNAkey MAGIA DSAP 

Package

On-line sever √ √ √ √ √ √ √ √ √ √

Stand-alone software √ √ √ √ √ √

Database √ √

Applicable to

Deep sequencing data √ √ √ √ √ √ √ √ √ √ √ √ √

Sigle or multiple miRNA √ √

Function

analysis

for

small

RNAs

 Length  distribution of reads √ √ √ √ √ √

 Genome  map √ √ √

 Chromosome distribution √

 Annotation of reads √ √ √ √ √ √ √ √

Upload of user-own annoations √

Known miRNA detection √ √ √ √ √ √ √ √ √ √ √ √

Known other non-coding RNA 
detection  (snoRNA, snRNA, rRNA...) √ √ √

miRNA editing detection √ √

miRNA modification detection √ √ √

miRNA expression analysis √ √ √ √ √ √ √ √ √ √ √

Novel miRNA prediction √ √ √ √ √ √ √ √

Novel other non-coding RNA 
prediction  (snoRNA, snRNA...) √ √

Differentially expressed miRNA  
identification √ √ √ √ √ √ √

Differentially expressed piRNA  
identification √

Differentially expressed other non-
coding RNA identification (snoRNA, 

snRNA, rRNA...) √

Cross-species distribution of miRNA √ √

miRNA target prediction √ √ √ √ √

GO analysis for miRNA targets √ √

Pathway analysis for miRNA targets √ √ √

PPI analysis for miRNA targets √

HUGE analysis for miRNA targets √

miRNA expression patterns in  
reported datasets √

Function analysis
for

 
mRNA

mRNA expression and GO, Pathway, 
PPI analysis √ √

“√” means the packages, appliactions, and functions of different tools  

(7) (1) (2) (4) (3) (5) (6) (36) (9) (8) (41) (42) (43)



Supplementary Table 2. Database and prediction toos used by CPSS
DataBase Species Version Release/Update

Genome

Chicken galGal3 May. 2006
Chimpanzee panTro3 Oct. 2010

Cow bosTau5 Apr. 2009
Dog canFam2 May. 2005

Human hg19 Feb. 2009
Mouse mm9 Jul. 2007

Orangutan ponAbe2 Jul. 2007
Pig susScr2 Nov. 2009
Rat rn4 Nov. 2004

Zebrafish danRer7 Jul. 2010
miRNA All species Release 18 Nov. 2011
Rfam All species Release 10 Jan. 2010

Repeats All speciesReapeatMasker(open-3-2-7)Library(20090120)Jan. 2009
mRNA All species / Mar. 2011

piRNA
Human GRCh37 Nov. 2011
Mouse NCBIM37 Nov. 2011

Rat Rat RGSC 3.4 Nov. 2011

dbSNPs

Chicken dbSNP 137 Sep. 2011
Chimpanzee 125 Sep. 2011

Cow dbSNP 133 Sep. 2011
Dog dbSNP 126 Sep. 2011

Human dbSNP 134 Sep. 2011
Mouse dbSNP 128 Sep. 2011

Orangutan Ensembl Sep. 2011
Pig dbSNP 128 Sep. 2011
Rat dbSNP 130 Sep. 2011

Zebrafish dbSNP 130 Sep. 2011

miRNA  target 
prediction 

tools

microT v3.0 v3.0 /
miRanda miRanda-aug2010 Nov. 2011

miRNAMap 2.0 Jul. 2007
MirTarget2 / Aug. 2011
MicorCosm Version 5 /
RNAhybid Version 2.1 Feb. 2004
TargetScan 6.0 Nov. 2011
TargetSpy 1.0 Otc. 2009
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Gene Forward Primer Reverse Primer length

Nhlrc1 GCTCTCGAGTGGGGATCCTGAAGCCAGGAG GAGCGGCCGCTGTTTATTAAGTACAGTGTTTG 1002bp
Efcab4a ATTCTCGAGCCTCCTCGGTCTCCTACCTCTC CATGCGGCCGCTACACAGTATACAATGGCC 598bp
Cish GCTCTCGAGTAACTGCTTGTCAAGACCTCGAAT ATGCGGCCGCTCTTGTTAGGTGTGTATGTA 1314bp 
Gm266 GCGCTCGAGGCTACAAGAAGAAACCAAAATT GTGCGGCCGCAACTTCTAATTTTATTCCCAAT 380bp 
Dpp3 ATCTCGAGGAAGATCTGTGTGGTCTCTCCCCT ATGCGGCCGCTCGTCATATTTATTTTTCTGG 385bp 
B3gat3 ATCTCGAGTGGCAACCTCACCCTGACTTCTAC ATGCGGCCGCCGGGTTGAGATTCTTTATTC 400bp 
Fbxw5 ATCTCGAGGCGCTGAAGGCTTCAGTGATTTGA ATGCGGCCGCTTTGGCTGAATATGAAAGG 353bp 
Abcc5 GCCTCGAGAAGAGGTTCAGGGAACCATTACTA ATGCGGCCGCTTTTATAAGGTATTTAGCAAAC 655bp 
Aspdh ATTTCTCGAGCCCTGGACGGATGGCAGGGA TTAGCGGCCGCCAGTCTGCTGATGTCTTCA 283bp 
Lgdcc3 GCTCTCGAGGCCTGCTGCCCATAGGACTTA ATGCGGCCGCATTAAGGGGCTTGAGGTA 315bp 
Fry GCTCTCGAGAACTTCACCTAAGCCAGGTAA GTGCGGCCGCTACTTATTATATGTAAGTACAC 668bp 
Gcat GCTCTCGAGCCACGGATCTCTTCATCCTCAAC GTGCGGCCGCTTACTACACAATTCCAATTTA 402bp 
Gm8113 GCTCTCGAGTTGGCATTTGAGTTCTCTGTCTTTTC GTGCGGCCGCTTACTTCTATATCATATTGAGGTA 671bp 
Ll16 GCTCTCGAGATGCTTTGCAGAAGTTTAAGCAAG ATTGCGGCCGCAAGATTTCTTCAGTCTCAGT 915bp 

Supplementary Table 5. Primers used for the luciferase assay.
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